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Genetic information is encoded in long tape-like 
molecules (DNA) containing sequences of symbols

There are molecular machines that can slide 
on DNA and read specific parts when needed.
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1 cgttaaggtt aatgcgatca gttctcgtta accttaacac cgcgttaaca ttaaaagtta
       61 aggttaacgg gacatggcga acagacatgg ttaatcggca taaacgccgt taacgttaaa
      121 agttaaggtt aatgaggcgt taacgccgtt aaccattaac aaacatggtt aaccggccgt
      181 taatcacgaa tatggttaat gttctcatca ttaccggaac attaaccagt ccgcagaacg
      241 cagtccgaac gaaaacggaa cgtttgcgaa ctccaacttt ttcgacccat gacaccggag
      301 agggcctaaa accgctccac ggggctaaaa acggcctttc tgggcattct cgttatggca

    86881 aggcaagtgt gtgacgatgt aaaaatacct cttagcatgg gactatctta ttatacttaa
    86941 taaaataaaa taaagaataa aagctaaaac cgggctccct tggccgcaga tagcgcagtc
    87001 cgggtcaaaa acggtgaagg tgatgcggaa aatcggtttc gatcctgtga gcgccggatt
    87061 ttcggtgaag gtgaatcgga aaatcagttt ggaagctggg atcagatgaa aaccgaggaa
    87121 aatcagcata aaacggggtt aacacgccgt taacgttaaa aagtaaggtt aacgcggcat
    87181 taaggttaat gggccgttaa ccttaatagt tagggttaat gacgc
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Caulobacter phiCbK-like phages

Ruegeria phages

Sphingomonas phage vB_StuS_MMDA13

Rhizobium phage Pasto
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Instead of killing the swarmer, the virus 
waits for it to join a colony, using the 
infected swarmer as a trojan horse.
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Streptomices scabei
(the infected bacterium)
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